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1 INTRODUCTION 

This document provides instructions for the installation and use of the HISTO MATCH Software. The 

HISTO MATCH Software is designed for the interpretation and data management of HLA typing 

results obtained with the HISTO SPOTÑ SSO system and HISTO TYPE SSP kits. 

1.1 Limitations of the software 

The HISTO MATCH software is designed to assist personnel experienced in HLA analysis by 

suggesting typing results. However, any clinical or diagnostic results must be carefully reviewed by 

a person qualified in HLA typing to assure correctness. This software may be used to aid in 

suggesting results, but should not be used as the sole method for determining reportable results. 

This software is meant as a laboratory aid, not as a source of definitive results.  

2 PREREQUISITES 

2.1 Hardware 

The application will run on most modern personal computers, however, it is recommended that the 

computer has: 

¶ minimum of 4 GB of RAM (8 GB recommended) 

¶ A minimum video resolution of 1280 x 1024 

¶ A 2Ghz Multi Core Processor 

¶ Enough available hard drive space for the database (e.g. a 96 test worklist with results and 

images will occupy approximately 15 MB of space within the database) 

2.2 Operating platform 

The HISTO MATCH application is designed to run using the Microsoft .Net Framework 4.0, the 

Microsoft operating systems (both 32 and 64 bit, 64 bit systems are recommended) that support 

this framework are: 

¶ Windows Vista 

¶ Windows 7 

¶ Windows 8 (requires SQL Server 2012 Express edition) 

¶ Windows 10 (requires SQL Server 2012 Express edition) 

The application requires a SQL server database to store data, results and images, Microsoft SQL 

Server 2008 Express edition is included with the installation, this is sufficient for a local installation 

or a network install of up to 10 client computers. For greater numbers of users or where data storage 

requirements are likely to exceed the 4 GB limit, a full version of SQL Server will be required. 

The application can optionally use a local area network for communication with the MR.SPOTÑ 

Processor. 
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3 HISTO MATCH SOFTWARE STRUCTURE 

3.1 Patients and samples 

The HISTO MATCH application stores sample information, and optionally patient information 

associated with the sample.  

3.2 Worklists for SSO 

In order to perform an analysis a test must be created from the sample and added to a worklist. A 

worklist is a collection of tests to be processed together on the MR.SPOTÑProcessor. Each worklist 

can contain any combination of up to 96 tests from the HISTO SPOTÑSSO range of products (with 

exception of combi strips).  

3.3 SSP tests 

To perform an SSP analysis a sample must be created and a test with the used lot has to be added. 

Double clicking on the test opens the interpretation screen. For detailed information refer to 

chapter 15 ( Interpretation of HISTO TYPE SSP Tests). 

3.4 Kits, lots and batches for SSO 

A range of HISTO SPOTÑ SSO kits is stored within the database; each kit can have multiple lots:  

¶ Kit: e.g. HISTO SPOTÑ A, defines the locus tested. 

¶ Lot: e.g. A084, A085, defines the layout and specificity of the probes that are contained in 

the kit. A single lot can contain many different batches.  

¶ Batch: e.g. A085-1, A085-2, A085-3, defines how a probe reacts in comparison to control 

probes, and defines the manufacture and expiry date of the test strip. Single probes may be 

switched off in some batches within the same lot. This information can be found in the 

supplied Hit Tables (Excel file). 

When creating a test for analysis only the kit name is required, batch information is supplied by 

barcode when the worklist is assembled on the processor. 

3.5 Kits and lots for SSP 

A range of HISTO TYPE SSP kits is stored within the database; each kit can have multiple lots:  

¶ Kit: e.g. HISTO TYPE A low, defines the locus tested 

¶ Lot: e.g. 145A1, 146A2 defines a production lot with a specific set of primers  
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4. INSTALLATION AND DATABASE MANAGEMENT 

4.1 HISTO MATCH installation 

HISTO MATCH is provided on CD or as a download. To install the application insert the CD into your 

computer, the installer should start automatically. If the installer does not start, navigate to the CD 

drive, and run the setup.exe program to start the installer. There is no configuration required for 

the installation; all prerequisites (.NET Framework and SQL Server) will be installed automatically. 

4.2 Database  

HISTO MATCH uses SQL Server as a database server. SQL Server Express 2008 R2 is provided with 

the installation. With the 2008 R2 Express version database size is limited to 10GB.The server can 

be cƻƴŦƛƎǳǊŜŘ ǘƻ Ǌǳƴ ƛƴ ά¦ǎŜǊ LƴǎǘŀƴŎŜέ ƳƻŘŜΣ ƻǊ ƛƴ ά{ŜǊǾŜǊέ ƳƻŘŜΦ ¢ƘŜ ŘŀǘŀōŀǎŜ Ŏŀƴ ōŜ ƭƻŎŀǘŜŘ 

anywhere on your PC, but the folder should be accessible to all users, earlier versions of HISTO 

a!¢/I ǳǎŜŘ ǘƘŜ ά/Υ\9ȄǇŜŘƛǘŜ5ŀǘŀōŀǎŜέ ŦƻƭŘŜǊ. 

4.2.1 User Instance Mode 

This mode allows the easy configuration and use of the database, and reduces the amount of 

resources required by the computer when HISTO MATCH is not running, but requires a little more 

time when HISTO MATCH is started to initialize. As the database files are not used when HISTO 

MATCH is not running, backup is simply a matter of copying the database files. 

4.2.2 SQL SERVER Mode 

This mode allows the database to be shared across a network, and as the program is running as a 

Server the database is available at all times, even if HISTO MATCH is not running. Use in this mode 

allows for faster database startup, but requires more resources. 

4.3 Initial database installation 

When running HISTO MATCH ŦƻǊ ǘƘŜ ŦƛǊǎǘ ǘƛƳŜΣ ȅƻǳ ǿƛƭƭ ōŜ ǇǊŜǎŜƴǘŜŘ ǿƛǘƘ ǘƘŜ ά5ŀǘŀōŀǎŜ ¢ƻƻƭǎέ 

Window. 
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!ǘ ǘƘƛǎ Ǉƻƛƴǘ ȅƻǳ Ƴǳǎǘ ŘŜŎƛŘŜ ƛŦ ȅƻǳ ǿƛǎƘ ǘƻ ǳǎŜ ά¦ǎŜǊ LƴǎǘŀƴŎŜέ ƻǊ ά{v[ {ŜǊǾŜǊέ ƳƻŘŜǎΣ ǘƘŜ 

default mode for Versions of HISTO MATCH ōŜŦƻǊŜ ǾŜǊǎƛƻƴ нΣ ƛǎ ά¦ǎŜǊ LƴǎǘŀƴŎŜ aƻŘŜέ. 

4.3.1 User Instance Mode 

 

 

 

 

 

The two available options are,  

¶ Open ς to select an existing HISTO MATCH Database, choose this option if you have an 

existing database you want to use, select the file in the open file dialog. 

¶ New - to create a new database. Choose a location and filename (do not use empty 

spaces in the file name) ς do not choose an existing file to overwrite as this will fail. Ensure 

that all users have access to the folder you choose. 

 

The Database will be created. 

After Creating or Selecting a database file you will ǎŜŜ ǘƘŜ ά¦ǎŜǊ LƴǎǘŀƴŎŜέ ǘƻƻƭǎΣ ŎƭƛŎƪ ǘƘŜ άDǊŜŜƴ 

/ƘŜŎƪέ  to select the current database and return to HISTO MATCH. 
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The available options are: 

¶ New  : Create a new database file. 

¶ Upgrade :   Upgrade a version 1.0 or 1.1 database to version 1.2 (HISTO MATCH 2.1 and  

   higher). 

¶ Select :   Select an existing HISTO MATCH Database file. 

¶ Disconnect : Disconnects from User Instance mode, and returns to the initial Database 

tool window. 

4.3.2 SQL Server Mode 

 

Select a server from the drop down list, if the list is empty press the refresh button 

To find available SQL Servers on the local network ς this may take a few minutes to complete. You 

can also enter a server name manually if required. 

Select the Authentication method, (depending on the server configuration), and user name and 

password if required. Select the connect button  to attempt to connect. 

If successful, the tool will attempt to find HISTO MATCH databases on the server. 
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Any databases will be displayed in a list, and several options will be available. 

 

 
¶ Refresh ς refreshes the list of databases from the server 

¶ New ς create a new Database 

You will need to supply a unique database name, and enter a new file name, use the browse 

button to select the file, ensure the file is created in a location that all users have access to. 

 

¶ Upgrade ς this option is available if the selected database is a version 1.0 or 1.1 database, and 

can be upgraded to version 1.2 (HISTO MATCH 2.1 and higher) 

¶ Attach ς attach an existing database file to the server 

¶ Detach ς detaches the selected database from the server, the file can then be attached to a 

different server 
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¶ Delete ς deletes the database from the server, and any associated files from the file system 

¶ Backup ς creates a backup of the selected database 

¶ Disconnect ς disconnects from the server, and returns you the initial Database Tools Window 

 {ŜƭŜŎǘǎ ǘƘŜ άǎŜƭŜŎǘŜŘέ 5ŀǘŀōŀǎŜ ŦƻǊ ǳǎŜ ǿƛǘƘ IL{¢h a!¢/I ŀƴŘ ǊŜǘǳǊƴǎ ȅƻǳ ǘƻ ǘƘŜ IL{¢h 

MATCH program, this option is only available if you have a version 1.2 database selected in the list. 

4.4 HISTO MATCH Upgrade 

You should make a backup of your existing Database before performing this upgrade. Instructions 

for this can be found in the Instructions for Use, for the previous version. 

Install HISTO MATCH from the supplied CD-ROM. It is recommended to uninstall the previous 

version. Any data you currently have will not be deleted. When running HISTO MATCH for the first 

time after an upgrade, you will be taken directly to the database Tools Window; the current 

database will be selected. 

User Instance or     Server mode 

  

In either case you must upgrade the database before you can continue ς this process will upgrade 

the database, and preserve your existing data. This is a one way process after iǘΩǎ ŎƻƳǇƭŜǘŜ ƛǘ Ŏŀƴƴƻǘ 

be reversed. 

4.5 Creating a New Database 

If your database is becoming full, coming close to exceeding the 10GB limit, you can create a new 

blank database. 

hƴ ǎǘŀǊǘƛƴƎ IL{¢h a!¢/I ǇǊŜǎǎ ŀƴŘ ƘƻƭŘ Řƻǿƴ ǘƘŜ ά/ǘǊƭέ ƪŜȅ ōŜŦƻǊŜ ǘƘŜ IL{¢h MATCH splash 

screen is displayed, you will see the dialog box: 
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Choose the Select Database option. 

Depending on your configuration you will either see the User instance window or the SQL Server 

Window. 

4.5.1 User Instance Mode 

 

¶ Select New. 

¶ In the Save file dialog box, select a new location and name (do not use empty spaces) for the 

database file. 

¶ ! ƴŜǿ άŜƳǇǘȅέ ŘŀǘŀōŀǎŜ ǿƛƭƭ ōŜ ŎǊŜŀǘŜŘΦ 

¶ Your existing Users, Kits, Installation Data, and Settings will be copied to the new database. 

¶ Select to choose the new database and continue loading HISTO MATCH. 

 

4.5.2 Server Mode 
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¶ Select New 

 

¶ Enter a unique database name; the textbox will be outlined red if the database name is not 

unique or empty. 

¶ In the file save dialog select a location and name for the new file. 

¶ ! ƴŜǿ άŜƳǇǘȅέ ŘŀǘŀōŀǎŜ ǿƛƭƭ ōŜ ŎǊŜŀǘŜŘΦ 

¶ Your existing Users, Kits, Installation Data, and Settings will be copied to the new database. 

¶ Select to choose the new database and continue loading HISTO MATCH. 

 

4.5.3 Displaying current database name 

The name of the currently used database can be displayed in every screen by clicking on the HISTO 

MATCH version number in the upper right corner: 

  

 

 

4.6 Database Maintenance Tools 
 
While working with HISTO MATCH data is permanently saved, completed or changed in the 

database. The data is indexed and managed by the SQL database engine. The usage over time 

results into discrepancies between logical and physical order of data (fragmented index). Highly 

fragmented indexes may affect the performance of the database and the application (HISTO 

MATCH). The actions reorg or rebuild can help to improve the performance of the application. 
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Reorg:  Recommended if index fragmentation is >5. The index is reorganized and data groups are 

sorted by its logical order (defragmentation) 

Rebuild: Recommended if index fragmentation is >30. The index is deleted and rebuild. The data is 

sorted physically by its logical order. This requires exclusive access to the database. No 

other users are allowed to be logged in. 

There are no recommendations depending on the size of the index. Nevertheless any action 

performed may only have measurable effect if the index size is >1000. 

 

Analyze:  Analyzes the database indices for fragmentation. 

Apply All:  Applies the recommended action for each index (the action column in the table). 
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5 STARTING THE HISTO MATCH SOFTWARE 

Installation of the application will place a shortcut on your computers desktop and a shortcut in the 

Windows Start menu. Double click either of the shortcuts to start the application. On start up, the 

application will attempt to connect to the local database; a splash screen will show the current 

progress. 

 

6 INITIAL SOFTWARE SETUP 

6.1 Login 

The application is provided with a default administrator user, you will need to login with the 

ǳǎŜǊƴŀƳŜ άAdminέΣ ŀƴŘ ǘƘŜ ǇŀǎǎǿƻǊŘ άPassword123έΦ 

 

tǊŜǎǎ 9ƴǘŜǊ ƻǊ ŎƭƛŎƪ άsign inέΦ 

The only function available to the Administrator user at this poinǘ ƛǎ ǘƻ ŜŘƛǘ ǘƘŜ ŀǇǇƭƛŎŀǘƛƻƴ ά¦ǎŜǊǎέΦ 
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6.2 Add users and assign roles 

The application defines 3 roles: 

¶ User: Can perform most common tasks, adding samples and worklists, result analysis and 

allele assignment. 

¶ Supervisor: Can authorize a result. 

¶ Administrator: Can administer the software and users. 

Each of the required roles should be assigned to the user, e.g. for a supervisor both the user role 

and supervisor role should be added. 

1. Select the Users button.  
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2. You will be shown a list of the current users. 

 

3. Select the Add button. 

 

 

4. Fill in the user details: User Name is the unique logon name for the user.  

5. Roles: Select from the drop down list. 

 

6. Select the OK button to save or Cancel to cancel adding the user. 

7. The new user will be displayed in the user list. 

8. Log off by selecting the Log Off button. 

 

9. ¸ƻǳ Ŏŀƴ ƴƻǿ ƭƻƎƻƴ ǳǎƛƴƎ ǘƘŜ ƴŜǿ ǳǎŜǊΣ ŀƭƭ ƴŜǿ ǳǎŜǊǎ ƘŀǾŜ ǘƘŜ ǇŀǎǎǿƻǊŘ άtŀǎǎǿƻǊŘмноέΦ 



BAG Diagnostics GmbH  HISTO MATCH Software Instructions for Use: 20 / 2019 

  P a g e | 14 

6.3 Changing the user password 

1. Logon with your username and password. 

 

2. Choose Setup. 

 

3. Enter your current password, new password, and confirm your new password. 

 

4. Select the OK button to change the password:  

5. Choose Save Changes to return to the home screen. 

 

 

 

 

6.4 Import, view and update kits 

Kits and batches are distributed as XML files. A single file can contain many kits, lots and batches. 

The file contains the information that defines the probe layout and intensities required to interpret 

results.  

1. Log in. 

2. Select the Kits button. 
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There are no kits initially installed: 

 

The following functions are available: 

  Import new batch. 

 Show hit table for selected batch. 

 Show cut offs for selected batch. 

 Generate older IMGT database hit table. 

 Show / hide expired batches. 

 Delete selected batch (only possible if batch is unused). 

 Update all batches to use latest allele database.  
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3. Choose the Import button. 

4. In the dialog box select one or many xml kit files to import, and choose Open. 

 

5. The application will load the files, and show you the contents. This may take some time during 

which apparently nothing is happening. Please just wait until the batch files are displayed. 

 

6. Choose Save  to save the results to the database, or Cancel  to cancel the import. 

7. Once imported the kits are available to view in the kits screen. The database used for each batch 

is shown in green if the latest available update is used or in yellow if an older database is used. 

Clicking on the release number shows the list of older databases. It is possible to change the 

database by clicking on the release number. All batches that belong to one lot will be changed 

(e.g. B048-1 to B048-4). 



BAG Diagnostics GmbH  HISTO MATCH Software Instructions for Use: 20 / 2019 

  P a g e | 17 

 
 

SSO and SSP kits can be discriminated by the icon: 

 : HISTO SPOTÑ SSO kit : Combistrips: HISTO SPOTÑ On-Call Typing kit 

 : HISTO TYPE SSP kit   : HISTO SPOTÑ Coeliac Disease Kit 

6.5  Finding batches 

You can search for batches using the search toolbar. 

Enter 

the 

search 

criteria into the search bar and press enter or click the  button. Batches will be searched by 

name, batch/lot or locus. Batches that match the criteria will be displayed in the list below. 

6.6  Sorting batches 

You can sort the list of batches by clicking the Sort by field in the list. 

You can reverse the sort direction by clicking the same field again. 


































































































































































